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AtSRGA

Getting Started

Hicroartsy Bl Welcome to AtSRGA (Arabidopsis thaliana
Stress Responsive Gene Atlas)

RNA-Seq
AtSRGA is a user-friendly application enabling users to retrieve stress-
Tutorial responsive genes in Arabidopsis thaliana. AtSRGA presents stress-
responsive genes in a heatmap format based on a stress responsiveness
measure (SRscore, see section 2-3 of tutorial). It facilitates the

Contactus comparative analysis of individual stress responses and groups of genes
responsive to multiple stress conditions.
Researchers can identify groups of genes

Report bugs

with similar patterns by examining the AtSRGA
SRscore pattern of a gene of interest across
Citation 11 stress conditions. AtSRGA will enhance Stress

the screening of biologically significant |
stress-responsive genes in Arabidopsis in
functional genomics research.

| ) #aFors | | B e—teyTrT

ensembl_gene_id ABA Cold y DC3000 Drought Heat High-light
Bulk Search

Input list of identifiers :

AT3G50970 8 14 1 9 -1 4
DREBIA

AT1609350 0 13 1 0 0 2
DREB1B
DREBIC AT1G16850 9 13 1 10 1 3
DREB2A AT2G16890 1 13 0 2 0 3
DREB2B
Gols1 AT4G25470 2z 13 0 -2 0 0
Gols2

. - — -

Gols3 (C) TN LIZRBL AT —2EME

# of control samples : 66
# of treatment samples : 65

#0of GSE: 13

4 BB Show SRratio
Show 10 ~ entries

Examplel ensembl_gene_id  GSM3108862 GSM3108863 GSM3108864 GSM3069397
Example2 AT1G09350 5.9 5.8 5.69 535
. AT1G16850 3.7 3.84 BA5) 4.12
Entries shown above
AT2G16890 3.44 3.85 3.93 3.64
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E=E=HMFEERE PCR j% (Reverse Transcription Quantitative Polymerase Chain Reaction, RT-qPCR) [& RNA D E%
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